4.5 



D24 hr 
QJ48 hr 



2 20 
o 

S 1.5 



1 .0 
0.5 
0.0 



to 



m 



_L1 




M 



! !: =: 



10 mM 
NECA 



10 |iM NECA 
f 10 ng/ml a-VEGF 



10 jiM NECA 
+ 100 ng/ml a-VEGF 



i 



ai 



■ 
l_ 



10 ng/ml VEGF 



10 ng/ml VEGF 
+ 10 ng/ml 
a-VEGF 



10 ng/ml VEGF +100 
ng/ml a-VEGF 



FIG. 2A 





FIG. 3 




FIG. 4 





If) 



A 2B Receptor Ribozyme 

stffc 5 AGCUGGUCAUCGCC (nt 176-190) 

mibw.i) 3 UCGACCA UAGCGG 



0 1 2 3 4 5 103060120180 



A C 



U 



I G 


LC 


I A 




A U 




G A G 


90 




C-G 


80 - 




G-C 


70 - 

0 




G-C 


£ 60 A 
o 




C-G 


2 50- 

e 




G-C 


« 40 - 




G U 


| 30- 




CU 


°- 20 - 






10 J 






o -I 



Intact 

target : :%^SSS^^0§M 

Cleaved ?, ■:■ _ ^^p^ztwii Vm^M^r^ ; ^Mki 




FIG. 7 



120 




0 1 2 3 4 5 6 

Incubation Time (days) 




0 1 2 3 4 5 6 

Incubation Time (days) 



FIG. 8 



G 
O 

m 

H 
yi 
□ 

□ 

■J! 
□ 

O 
M 




Urirjected Vfeh'cle Bnprofylline XfiC JWV-106 

FIG. 9 




FIG. 10 



Consensus Hairpin ribozyme$T/4xrP#" : 
Cleavage site 
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A G The underlined bases can be any RNA tetraloop of the from 
A A 5 GNRA 3 or UUCG, where N is any nucleotide and R is G or A. 
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N can be any ribonucleotide (A,C,G or U) and N' is the complementary 
nucleotide. Y is a pyrimidine. H is any nucleotide but guanosine (A, C or U). B is 
any nucleotide but adenosine (G,C or U). V is the complement of B (G, C or A). 
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